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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CDC6 990 BC025232 NM_ 001254
About the gene

Official Symbol CDC6

Previous Symbol CDC18L

Official Full Name | cell division cycle 6

Synonyms CDCI8L; HsCDC6; MGORSS5; HsCDC18
Location 17q21.2

Gene Type protein_coding

Uniprot ID Q99741

Pathway/Library Cell Cycle Pathway Genes Library

The protein encoded by this gene is highly similar to Saccharomyces cerevisiae Cdc6, a protein essential
for the initiation of DNA replication. This protein functions as a regulator at the early steps of DNA
replication. It localizes in cell nucleus during cell cyle G1, but translocates to the cytoplasm at the start of
S phase. The subcellular translocation of this protein during cell cyle is regulated through its
phosphorylation by Cdks. Transcription of this protein was reported to be regulated in response to
mitogenic signals through transcriptional control mechanism involving E2F proteins.
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IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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